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3 <110> APPLICANT: Zanetti, Maurizio 

5 <120> TITLE OF INVENTION: A Universal Vaccine and Method for Treating Cancer Employing 

6 Telomerase Reverse Transcriptase 
8 <130> FILE REFERENCE: UCSD-07017 

10 <140> CURRENT APPLICATION NUMBER: 09/788, HOB 

11 <141> CURRENT FILING DATE: 2001-02-15 
13 <160> NUMBER OF SEQ ID NOS : 23 

15 <170> SOFTWARE: Patentln version 3.3 
17 <210> SEQ ID NO: 1 

15 c2HV LENGTH; 9 # 

19 <212> TYPE: PRT 

2 0 <213> ORGANISM: Homo sapiens 

22 <400> SEQUENCE: 1 

24 He Leu Ala Lys Phe Leu His Trp Leu 

25 1 5 

28 <210> SEQ ID NO: 2 

29 <211> LENGTH: 9 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Homo sapiens 
33 <400> SEQUENCE: 2 

35 Arg Leu Val Asp Asp Phe Leu Leu Val 

36 1 5 

39 <210> SEQ ID NO: 3 

40 <211> LENGTH: 9 

41 <212> TYPE: PRT 

42 <213> ORGANISM: Homo sapiens 
44 <400> SEQUENCE: 3 

46 Ala Ala Gly He Gly He Leu Thr Val 

47 1 5 

50 <210> SEQ ID NO: 4 

51 <211> LENGTH: 13 

52 <212> TYPE: PRT 

53 <213> ORGANISM: Hepatitis B virus 
55 <400> SEQUENCE: 4 

57 Thr Pro Pro Ala Tyr Arg Pro Pro Asn Ala Pro He Leu 

58 1 5 10 

61 <210> SEQ ID NO: 5 

62 <211> LENGTH: 9 

63 <212> TYPE: PRT 

64 <213> ORGANISM: Homo sapiens 
66 <400> SEQUENCE: 5 

68 Tyr Leu Ser Gly Ala Asn Leu Asn Leu 

69 1 5 
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72 <210> SEQ ID NO: 6 

73 <211> LENGTH: 10 

74 <212> TYPE: PRT 

75 <213> ORGANISM: Homo sapiens 
77 <400> SEQUENCE: 6 

79 Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val 
80. 1 5 ^10 

83 <210> SEQ ID NO: 7 

84 <211> LENGTH: 9 

85 <212> TYPE: PRT 

86 <213> ORGANISM: HIV-1 
88 <400> SEQUENCE: 7 

90 lie Leu Lys Glu Pro Val His Gly Val 

91 1 5 

94 <210> SEQ ID NO: 8 

95 <211> LENGTH: 9 

96 <212> TYPE: PRT 

97 <213> ORGANISM: Homo sapiens 

99 -40 0> SEQUENCE; 8 .. .. 

101 Leu Leu Ala Arg Cys Ala Leu Phe Val 

102 1 5 

105 <210> SEQ ID NO: 9 

106 <211> LENGTH: 9 

107 <212> TYPE: PRT 

108 <213> ORGANISM: Artificial Sequence 

110 <220> FEATURE: 

111 <223> OTHER INFORMATION: Synthetic 
113 <400> SEQUENCE: 9 

115 Val Leu Ala Phe Gly Phe Ala Leu Leu 

116 1 5 
119 <210> SEQ ID NO: 10 
12 0 <211> LENGTH: 9 

121 <212> TYPE: PRT 

122 <213> ORGANISM: Homo sapiens 
124 <400> SEQUENCE: 10 

126 Leu Leu Gly Ala Ser Val Leu Gly Leu 

12 7 1 5 

130 <210> SEQ ID NO: 11 

131 <211> LENGTH: 9 

132 <212> TYPE: PRT 

133 <213> ORGANISM: Homo sapiens 

13 5 <400> SEQUENCE: 11 

137 Arg Leu Thr Glu Val He Ala Ser He 

138 1 5 

141 <210> SEQ ID NO: 12 

142 <211> LENGTH: 9 

143 <212> TYPE: PRT 

144 <213> ORGANISM: Homo sapiens 
146 <400> SEQUENCE: 12 
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148 
149 



Ser Leu Asn Glu Ala Ser Ser Gly Leu 
1 5 



152 <210> SEQ ID NO: 13 

153 <211> LENGTH: 9 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Homo sapiens 
157 <400> SEQUENCE:"* 13 

159 lie Leu Ser Thr Leu Leu Cys Ser Leu 

160 1 5 

163 <210> SEQ ID NO: 14 

164 <211> LENGTH: 9 

165 <212> TYPE: PRT 

166 <213> ORGANISM: Homo sapiens 
168 <400> SEQUENCE: 14 

170 Gly Leu Phe Pro Trp Cys Gly Leu Leu 

171 1 5 

174 <210> SEQ ID NO: 15 

175 <211> LENGTH: 9 

176 <212> TYPE ; PR'i! " ' - - . : ^ - - ^ 

177 <213> ORGANISM; Homo sapiens 
179 <400> SEQUENCE: 15 

181 Trp Leu Cys His Gin Ala Phe Leu Leu 

182 1 5 

185 <210> SEQ ID NO: 16 

186 <211> LENGTH: 9 

187 <212> TYPE: PRT 

188 <213> ORGANISM: Homo sapiens 
190 <400> SEQUENCE: 16 

192 Arg Leu Phe Phe Tyr Arg Lys Ser Tyr 

193 1 5 

196 <210> SEQ ID NO: 17 

197 <211> LENGTH: 9 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Homo sapiens 
201 <400> SEQUENCE: 17 

203 Phe Met Cys His His Ala Val Arg lie 

204 1 5 

207 <210> SEQ ID NO: 18 

208 <211> LENGTH: 9 

209 <212> TYPE; PRT 

210 <213> ORGANISM: Homo sapiens 
212 <400> SEQUENCE: 18 

214 Tyr Leu Ala Arg Cys Ala Leu Phe Val 

215 1 5 

218 <210> SEQ ID NO: 19 

219 <211> LENGTH: 9 

220 <212> TYPE: PRT 

221 <213> ORGANISM: Homo sapiens 
223 <400> SEQUENCE: 19 
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225 Glu Leu Leu Arg Ser Phe Phe Tyr Val 

226 1 5 

229 <210> SEQ ID NO: 20 

230 <211> LENGTH: 9 

231 <212> TYPE: PRT 

232 <213> ORGANISM: Artificial Sequence 

234 <220> FEATURE: 

235 <223> OTHER INFORMATION: Synthetic 
237 <400> SEQUENCE: 20 

23 9 Tyr Leu Leu Arg Ser Phe Phe Tyr Val 
240 1 5 

243 <210> SEQ ID NO: 21 

244 <211> LENGTH: 9 

245 <212> TYPE: PRT 

246 <213> ORGANISM: Homo sapiens 
248 <400> SEQUENCE: 21 

250 Arg Leu Phe Phe Tyr Arg Lys Ser Val 

251 1 5 

254 <210> SEQ ID NO: 22 

255 <211> LENGTH: 9 

256 <212> TYPE: PRT 

257 <213> ORGANISM: Artificial Sequence 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Synthetic 
262 <400> SEQUENCE: 22 

264 Tyr Leu Phe Phe Tyr Arg Lys Ser Val 

265 1 5 

268 <210> SEQ ID NO: 23 

269 <211> LENGTH: 1132 
2 70 <212> TYPE: PRT 

2 71 <213> ORGANISM: Homo sapiens 
2 73 <400> SEQUENCE: 23 
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